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SEQ ID NO:8 BsaAl Bbsl 

1 AAGACTCAAA CTTAGAAACT TGAATTAGAT GTGGTATTCA AATCCTTACG TGCCGCGAAG 
61 ACACAGACAG CCCCCGTAAG AACCCACGAA GCAGGCGAAG TTCATTGTTC TCAACATTCT 

EcoRI 

121 AGCTGCTCTT GCTGCATTTG CTCTGGAATT CTTGTAGAGA TATTACTTGT CCTTCCAGGC 

Sfcl Bell 
181 TGTTCTTTCT GTAGCTCCCT TGTTTTCTTT TTGTGATCAT GTTGCAGATG GCTGGGCAGT 

1 SEQ ID NO:1 • ]> M L Q M A G Q 
Sspl Sphl Hindi 

241 GCTCCCAAAA TGAATATTTT GACAGTTIGT TGCATGCTTG CATACCTTGT CAACTTCGAT 
Q>C S Q N E Y F DSL LHAC I P C QLR 

Pci I 
Afllll 

301 GTTCTTCTAA TACTCCTCCT CTAACATGTC AGCGTTATTG TAATGCAAGT GTGACCAATT 
28>C S S N TPP LTC QRYC N A S V TN 

BsmFI 

361 CAGTGAAAGG AACGAATGCG ATTCTCTGGA CCTGTTTGGG ACTGAGCTTA ATAATTTCTT 
48^S V K G T N A I L W T C L G L S L I I S 

421 TGGCAGTTTT CGTGCTAATG TTTTTGCTAA GGAAGATAAG CTCTGAACCA TTAAAGGACG 
68H A V F V L M F L L RKI S SEP L KD 

Dral Alwl Bsal 

481 AGTTTAAAAA CACAGGATCA GGTCTCCTGG GCATGGCTAA CATTCACCTG GAAAAGAGCA 
88>E F K N T G S G L L G M A N I D L E K S 

Xmnl Stul Xhol 

541 GGACTCGTGA TGAAATTATT CTTCCGAGAG GCCTCGAGTA CACGGTGGAA GAATGCACCT 
108^ R T GD El I L PR GLEY TV E ECT 

Sail 
Hincll 

Bbsl Accl 

601 GTGAAGACTG CATCAAGAGC AAACCGAAGG TCGACTCTGA CCATTGCTTT CCACTCCCAG 
128> C E DC IKS K P K V D S D H C F P L P 
661 CTATGGAGGA AGGOGCAACC ATTCTTGTCA CCAGGAAAAC GAATGACTAT TGCAAGAGCC 
148M MEE GAT ILV TTKT N D Y C K S 
Pvull 

721 TGCCAGCTGC TTTGAGTGCT ACGGAGATAG AGAAATCAAT TTCTGCTAGG TAATTAACCA 
168>L PAA LS A T EI E KSI SA R 

Xhol Dral Bglll 

781 TTTCGACTCG AGCAGTGCCA CTTTAAAAAT CTTTTGTCAG AATAGATGAT GTGTCAGATC 
841 TCTTTAGGAT GACTGTAITT TTCAGTTGCC GATACAGCTT nTGTCCTCT AACTGTGGAA 

Styl 

901 ACTCTTTATG TTAGATATAT TTCTCTAGGT TACTGTTGGG AGCTTAATGG TAGAAACTTC 
961 CTTGGTTTGA TGATTAAAGT CTTTTTTTTT CCTGA 
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